For Research Use Only. Not for use in Diagnostic Procedures.

Drug Discovery and Development

SCIEX)

The Power of Precision

CEFAEMNBEAER LT EBEEHNER ST

Isoelectric point analysis of recombinant protein vaccine for

coronavirus by clEF method
I, BAW, B, HLEFE, BIE

Wang Wentao, Tang Hongmei, Luo Ji, Chen Hongxu, Guo Lihai

SCIEX, HH;
SCIEX, China;

Keywords: clEF, Coronavirus, recombinant protein vaccine,
isoelectric point

1. 5|8

ERTBHMEREEFRAN. REFNFR, FigEEN
ME—EREZXT. HERENTENAT ZHARRARELZ,
WICERSER. REHEMEE. EAEAEE. MRNARES.
Hi, BHRARERASES. ReMs. 2 THEENEHS
MBEXRSREERATERIE RFVN AR, ZE7HKK
ZHXRT. BRARAXNBRENRARERREAE >~ HIER
SREANEMBAXE “WBH —RREB (XRSEB) , ¥
HESHAKETRBRER G ™ £ RS —ERAGHE
AR MM LA . BIRE, SEAA2INEREAAR, 1710 EE
L= BMERUARTRERRRER, Mix HEL MR
DATE IR R

HFWEEZEMNER, BRARARTEREENEARMT
MREXEE, HHEABRANERANTE— N TDEENT
H. EREFERELINTTIE (cEF) BRIEZ ZRATEAER
BONFHERADH, BHEBA/BCRT XL, BREAHERS. £HE
BELR.

AXRFBCEFTTEANEARAATBERESTE AT T 27,
FELEORNEREOIR—BMHT T HER,

2. KH BT &

2.1 AR Hm
W : cIEF Gel ( SCIEX, 477497 ) FcIEF Peptide Marker Kit

RUO-MKT-02-15129-ZH-A

( SCIEX, A58481 ) ¥ E FSCIEX., MMHBEEMR ( Pharmalyte
3-10) ME FCytivao BER. SR . BRR. TEE_ZEK . B
. REME T Sigma-Aldricho

Ha: TERRNEAEAEFNTEEFRRIFC ALlot 1. Lot 2
Flot3, HANAIRESHH42.20 mg/mL. 2.40 mg/mL. 1.70 mg/mLo

2.2 jEREC R H o BT 2R

KFIFF: FERE (200 mM BB ) . BBIRA& (300 mMESE
i) . ETEBE (350 mMBEER ) . BAIRFREF ( 500 mM*E
S ) . ERBEEF (200 MMITEE_Z) . 43 MEZARIL
%375 MIRE-cIEFE, BLEFAESR (EFEREBEIRTEIH B
£ o

HmBIERSE: 273BFEML. 2F3WHRERE 100 pL, &
BIF10 kDaiB R EHITEBIBIRSE, REZIMEREERYA
15pL, BIEHRAMERERRBETITESSIFERL. 23R
ZREDBI2I414.75 mg/mL. 16.08 mg/mL. 11.39 mg/mL; TR
IR B R EREET50 mM.

HMPREHE: 50 uL 3.75 M FRK-cIEFE. 3 pL 3-10%
MEMBE. 5.0 uL FBRBER. 0.5 pLEARIZEFIFIE0.5 pLEIp
marker ( pl 10.0,9.5,4.1) EERIFEME 0.5 mLAKERER, B
FIHERTURR . 3IMEMEEL0 pL 271560 UL HRIURRRS
RHERS . EISEIPAS00 PlustERE ,, FF0 .

2.3 TRNBZRFE

{%2&: PA 800 Plush¥In &R G, IECEKIMENES; 24,
32 Karat™ {10308 A ; 4K, 280 nm; REME, 4Hz; &
MREEME (SCIEX, 477441 ) : 20/302 cm ( BRY/BKE) ,

pl



SCIEX)

The Power of Precision

25 it Conditions | @ UV Detector Initial Conditions () Time Program

Time:

Inlet

Outlet

{min) Event Value Duration vial R Summary Comments
il Rinse - Pressure 500 psi 500 min BI:F1 BO:B1 forward Chemical Mobilizer rinse
2 Rinse - Pressure 500 psi 200 min BI:B1 BO:B1 forward ddH20 rinse
3 Rinse - Pressure 50.0 psi 500 min BLE1 BO:B1 forward clEF Conditioning Gel
4 Wait 0.00 min Bl:AT BO:AT Idle Position
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;5‘3 Initial Conditions | o UV Detector Initial Conditions ® Time Program
1[’rln"|‘:] Ewvent Yalue Duration I\:\ilaelt U::glet Summary Comments
1 Rinse - Pressure 500 psi 3.00 min BI:D1 BO:E1 forward, In / Out vial inc 12 Urea Solution rinse
7, Rinse - Pressure 500 psi 200 min BI:B1 BO:B1 forward, In / Out vial inc 12 Water rinse
3 Inject - Pressure 25.0 psi 99.9 sec §_!:A1 BO:B1 Override, forward Sample Injection
4 Wait 0.00 min Bl:A1 BO:A1 In / Out vial inc 12 ‘Wwater Dip.
5 0.00 Separate - Voltage 25.0KY 15.00 min  : BI:C1 BO:C1 0.17 Min ramp, normal polarity, In / Out vial inc 12 Focusing Step
3 15.00 Separate - Voltage 30.0KY 30.00min  :BLC1 BO:D1 0.17 Min ramp, normal polarity, In / Out vial inc 12 Chemical Mobilization Step
7 45.00 Stop data Stop clEF i
8 4510 Rinse - Pressure 50.0 psi 2.00 min I_B__!:B1 BO:B1 forward, In / Out vial inc 12 ‘Water rinse
9 47.20 Wait 0.00 min Bl:AT BO:AT In / Out vial inc 12 ‘water Dip
10 47.30 End Method End
1
E2. cEFSRR A B ITE
,f_‘_S Initial Conditions I @ UV Detector Initial Conditions ® Time Program
1[’:7'“;':] Event Value Duration I:’,"-I:II G::if‘ Summary Comments
Rinse - Pressure 50.0 psi 2.00 min BI:B1 BO:B1 forward ddH20 rinse
Rinse - Pressure 50.0 psi 5.00 min BLE1 BO:B1 forward Gel Rinse
Lamp - Off Tum off lamp
4 Wait 0.00 min BI:AT BO:AT Idle Position
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SARS-CoV-2 spike protein reveals an “O-Follow-N” rule. Cell Res
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