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§ SCIEX OS software  Configure

1.Configuration Devices
§ LC Valve
§ Configuration
Configuration Profile  Activate
Activate




11 Configuration Devices

1.1.1 Devices

MS Method LC method
Configuration

’—
0-

-
Queue

Configuration
Explorer

Analytics

_—

ﬁ Configuration
U Library

El Event Log

Devices
Add Device

0 ~ Configuration

. Activate Device I Add l i [x]
lll_l Devices

Projects

User Management
Queue

Licenses

LIMS Communication
General

About
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Mass Spectrometer
1) Type Mass Spectrometer Setting...

Device X

Select the device and then adjust the communication settings to test the device.

Type Mass Spectrometer v

¥ Model Mass Spectrometer MassSpec Driver

2) Settings Detect Instrument

Device Driver

Name: MassSpec Driver
Version: 1.000

Manufacturer:  Sciex
Simulate Device
® Use default IP address

Specify |IP address 192, 168 . 100 . 2

Detect Instrument

X IP Default

3) 6500 6500 + 7500 Dual Mass

Mode Low mass High mass Test Device

Detect Instrument

Detected Instrument : SCIEX Triple Quad™ 7500

Contact Closure

Dual Mass Mode
® Low Mass

High Mass

Restore Defauls .

% High Mass Q1 m/z1250
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4) Device

Syringe Pump Model  Valve
Adjust the s and then test the device.
Type Mass Spectrometer v
The test was successful.
Device Display Names

' MassSpectrometer SCIEX Triple Quad 4500
+/| Syringe Pump | Syringe Pump Model
Valve | valve Model

5) Mass Spectrometer Save

% Mass Spectrometer SCIEX Triple Quad

4500



HPLC
1) Device

System Model

Sciex Shimazu RUO

2) Instrument type

(

Instrument type: ExionLC

IP address: 192.168.200. 99

3) Test Devices

Type

HPLC

LC

Integrated System

Type ntegrated System

Model  sciex Shimadzu RUC
CEr—.

Device Display Names

Integrated System ExionLC

i Autosampler - Autosampler

. Column Oven - Column Oven

ExionLC 2.0
Settings

:.. LCPump - Binary Gradient - Pump B

v

Integrated
Setting...

Auto

ExionLC

Sciex Diagnostic Topaz
Shimadzu i-Series LC System
Shimadzu Mexera Series
Shimadzu Nexera/Prominence LC

Device (
Save

Device b

Adjust the communication parameters and then test the device.

v

.. Integrated System - System Controller

Save Cancel

ExionLC 2.0

Auto

Test Device

Settings...

Save




1.1.2 Devices

=  Mass Spectrometer Valve / 6500 6500 +
Low Mass High Mass
= Integrated System HPLC

MS Method
Configuration  Devices

LC method

7500

Edit

SCIEX Triple gluad 4500

Type Subdevices
B Mass Spegfometer Syringe Pump Model

SCIEX Trighe Quad 4500 Valve Model

Sciex

Last Wlodified
20309/27
aonLe £
S Type Subdevices
_-l.. Integrated System Binary Pump
= ExionlC 2.0 Autosampler
Column Oven
| Sciex

Last Modified

2022/09/27
Mass Spectrometer 1.1
Devices Save

HPLC 1.1
Auto

W Activate

W Activate



§ SCIEX OS software  MS Method

§ 3 MRM
2.1 MRM Transition
8 Guide Optimization>MRM Infusion>Automatic
§
§ MS Method DP, CE, CXP, EP Ramping
2.2
§ Excel

2.3 Dwell Time

8 Dwell Time
§ 20 sSMRM




Training 3

Project

3

Sulfadiazine (SDZ) MW =250.3 C10H10N4SO2

250.1

Sulfamerazine (SMzZ) MW =264.3 C11H12N4S02

CH,
O N
H,N @ % ~NH {/ _\
0
264.1

Sulfadimethoxine (SDMX) MW =310.3 C12H14N4S0O4
CH,0O
i
N 7N\ NH—S NH,
*: _ |l
N 0

CH,0

310.1

10




2.1

21.1 Qlscan

% Precursor ion

Home

Precursor ion MRM

MS Method

MRM Transition

Q1 Mass

MS Method

New ( )
{

1 = —NM-—"
Q1 Scan Method duration 5 e
min. Scan rate 1000 Da/s Mass Table .~ —
Start mass Stop mass :n

Qam

Precursor lon

Guided Optimization *

Precursor ion MRM

Start

¥ Source and Gas Parameters
lon source gas 1 20 v| psi Curtain gas 32 ol psi Source temperature 0 s C
lon source gas 2 0 S psi CAD gas 0 °
¥ Experiment | Q1 v
Polarity Positve ¥ Spray voltage 5500 Jv Scan rate 1000 v Dafs
Advanced Experiment Settings
Settling time 0 Soms Pause time 5 Slms
Q1 reselution Unit - Step size 01 v Da
Mass Table  Import from file..
Start Stop Scan DP EP
ma... ma... ti... W) )
1 100000 500.000 800 | 100

Q1 Mass

Stop Save

Open data exploration to view real time data

Explorer

Precursor lon m/z

11

Confidential - Company Proprietary



2.1.2

MS Method

Precursor ion
2.1.1

Product lon Scan

Experiment

m/z

Production MRM Q3 Mass

Product lon

Q1

Precursor lon Q1 Mass

Start mass Stop mass 50 Precursor ion Precursor
lon+10 Da
Method duration 5 2| min Total scan time: 02255 Estimated cycles: 1333
¥ Source and Gas Parameters
lon source gas 1 20 S| psi Curtain gas 2 S psi Source temperature 0 ec
lon source gas 2 0 S| psi CAD gas ] :
¥ Experiment | Productlon ¥
Polarity Positive v Spray voltage 5500 MY Scan rate 1000 v | Da/s
Precursor ion 2512 sl Da
Advanced Experiment Settings
Settling time 0 Sl ms Pause time 5 Sl ms
Q1 resolution Unit v Q3 resolution Unit v Step size 01 % Da
Mass Table  Impert from file
Start Stop San DP EP CE  CXP
ma... ma... ti... [0 AT B () IO
1 50000 | 270000 800 100 300 100
Options Ramp...
Ramp Compound Parameters Parameter

Collision Energy

Strat

Step size

Start Stop Step size

Training

Startat 5
Stop at :130
Step size:5

Data Acquisition

Energy

Ramping

Product lon

Open data exploration to view real time data

Explorer

lon m/z

12

Stop

Ramp Compound Parameters x

Select a compound parameter and the values to ramp during the acquisition.

Parameter | Collision energy v
Startat | 5 Y Stepsize |5 s
Stopat | 130 S

Apply ramping to the compound parameter.

Start Collision

Save

Product



2.1.3 MRM DP CE EP
MRM Edit Ramp

MS Method Experiment Product lon MRM

Precursor lon Q1 Mass Product lon Q3
Mass Compound ID Dwell time 500
Options Ramp... Ramp

Compound Parameters

¥ Source and Gas Parameters

lon source gas 1 20 S| psi Curtain gas 32 S| psi Source temperature 0 3| c
lon source gas 2 0 S| psi CAD gas 9 s
I ¥ Experiment | MRM v !
Polarity Positive v Spray voltage 5500 v
Advanced Experiment Settings
Settling time 0 o ms Pause time 5 o ms Q1 resolution Unit v
Q3 resolution Unit v
Mass Table  ([EESSNNNRD Apply scan schedule
Group  Compound Q1 a3 Dwell bP EP  CE CXP
D D ma... ma... tim... V)i M v W
1 14 o e o oopOOrSa3e w0 290 100
2 SDZ sbz 2 251200 92000 500000 430 100 390 | 100
.

DP CE EP CXP
DP CE

7500 DP

Strat Stop Step size
Apply ramping to the compound parameter

OK Ramp Compound Parameters x

Select a compound parameter and the values to ramp during the acquisition.

Parameter | Declustering potential v
Startat | 0 SV Stepsize |4 Sy
Stopat 125 Y

/| Apply ramping to the compound parameter,

o |
Data Acquisition Start
Ramping Save
Open data exploration to view real time data
Explorer Mass Table

13



Parameter

CXP 1 CE
Ramping
MS Method Save
Save as MS Method
Training SDz
7500 Q0D Q0D
7500

Status Panel

14




2.2 Excel

§

§ Training 2.1 MRM
SDZ SMZ SDMX MS Method

§ MS Method Excel

§

- MRM

Pasting MRM to Excel

@ MS Method Training SDZz Training sulfa3mix
@ MS Table
Mass Table m Apply scan schedule
Ctrl+C
Group  Compound Q1 Q3 Dwell DP EP CE CXP
ID ID ma... ma... tim... ()] ()] m ()]
@ Excel 1 SDZ SDZ1 156.100 500.000 43.0 00 290 100
Crt|+V 2 sDZ SDZ 2 92.000 500.000 430 00 3%0 100
@ MS Method Excel
® Excel Dwell time
Training Dwell time 100 msec
Dwell time 2.3
Al - I~ SDZ
) E£BE SEHEN A5 oA FIEHE
A B @ D = F G H | ]
1 |sDz sDZ1 251.2 156.1 100 43 10 29 10
2 |3DZ SDZ 2 251.2 92 100 43 10 39 10
3 |SMZ SMZ 1 265.1 108.1 100 46 10 37 10
4 |SMZ SMZ2 265.1 921 100 46 10 45 10
5 |SDMX SDMX 1 311.2 156.2 100 51 10 31 10
6 |SDMX SDMX 2 311.2 92.1 100 51 10 35 10
T
8
9
10
11
©® Excel
@ MS Method MS Table

Ctrl+V  Excel

15



Apply scan schedule

Group Compoun Q1 Q3 Dwell DP EP CE CXP
ID d ma... ma. tim... ) ("] (V) (V)
1 SDZ sDZ1 430 W00 250 100
2 SDZ sDZ 2 430 100 390 100
B SMZ SMZ 1 460 00 370 100
4 SMZ SMZ 2 460 100 450 100
5 SDMX  SDMX1 51.0 100 310 10.0
6 SDMX  SDMX 2 31.200 51.0 100 350 100
MS Method Save
1
AP13200™System 3200 QTRAP® System
DP EP CE CXP
Triple Quad™ 4500 QTRAP® 4500 Triple
DP + | Instrument
Quad™ 6500 QTRAP® 6500 CE 6
. 20 Default
Triple Quad™ 6500+ QTRAP® 6500+
APl 5000TM DP + | Instrument CE 10
Triple Quad™ 5500 QTRAP® 5500 40 Default
. Instrument
Triple Quad™7500 CE 15
Default

DP CE

16




2.3 Dwell Time
Dwell Time 2 2MRM
Peak Start Peak End
—— HPLCOHE —

10-30sec

1 Dwell Time

LPEaFfsl=Dwell time+Pause time

7/ |
Dwell time b
........ A ause time
g LA
b\ el HEcHO3RR
[ Ch.2 Ch.2 Ch.2 Ch.2
o ch4  Chd  Ch.d  Ch.d
v v Settling Time
cycie time
2<{[ARKRISEHLTHE. ThTh

BFro I CEREE SO AE

Dwell Time 1 msec
Pause Time pause between mass range
1 Q2
msec
Settling Time Positive Negative msec
1 1 msec
= Dwell Time + Pause Time + Settling Time
Cycle Time 1
2 MRM
- 1CycleTime msec = Dwell Time + Pause
Time + Settling Time + 2 Dwell Time + Pause
Time + Settling Time
17
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Dwell Time Pause Time Settling Time

Triple Quad 4500 Triple Quad 5500 2 2 50
Triple Quad 6500 2 2 20
Triple Quad 5500+ Triple Quad 6500+ 2 2 5
Triple Quad™7500 2 2 5
Dwell Time, Pause Time, Settling time
Advanced Experiment Settings
Settling time ] : ms Pause time 5 : ms
Q3 resolution Unit v
Mass Table m Apply scan schedule
Group Compound Q1 Q3 Dwell DP EP CE CXP
ID ID mass (Da) mass (Da) || time (ms) | (V) (LY (V)
1 Group1 50Z1 251.000 92.000 100.000 60.0 100 320 100
2 Group1 SDZ2 251.000 108.000 100.000 600 100 270 100
3 Group1 5DZ3 251.000 156.000 100.000 60.0 100 180 10.0
% Advanced Experiment Settings Advanced
> Show advabced parameters [l @ Ready 2 _5x

D e T ©

Show advanced parameters
Ex

Show advanced parameters F

2.3.1 Dwell Time

1 10
3-5
Positive Mode 100 Dwell Time
20
100
20
20sec /10 =2.0sec = 2000msec Cycle Time
2000msec / 100 = 20msec

Dwell Time = 18msec pause Time = 2msec
Dwell Time 18 msec

18



2.3.2 Dwell Time
Dwell Time
SCIEX OS cps count/sec 1
MRM count cps
- Dwell Time 200msec lcountx 1000/200 =5cps
- Dwell Time 10msec lcountx 1000/10 =100 cps
Dwell Time
2.3.3 Dwell Time
S/N
Height
Point
Area
MRM 1 Dwell Time
2.3.4 1 experiment MRM
4500 5500 5500+ 6500 6500+ 7500 1250
Scheduled MRM 4000

20

Scheduled MRM
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SCIEXOS MS Method
MS Method

3.1 Posi/Nega
(Posi  Nega)
Positive  Negative

3.2
MRM

3.3

Unit Low High 3
MS Method

3.4 Scheduled MRM™  sMRM
MRM

Dwell Time

20




3.1 Posi/Nega

1]
- Positive/Negative
- Precursorionscan  Neutral Loss scan
4500 5500 50msec 6500 20msec 5500+ 6500+
7500 5msec
MRM  Posi/Nega
A) Method
Training Mass Method Positive/Negative
@® 21
@ Save Save as Training Experiment
©) Add Experiment MRM
Method Overview I
Device: SCIEX Triple Quad 4500 Method duration 1 v
lon Source:  TurbolonSpray
Neutral Loss ¥ Source and Gas Parameters ——
Precursor lon lon source gas 1 20 .
Praduct lon lon source gas 2 0 "
o]
Q1 MI
Q3 ¥ Experiment | MRM v
3 M
< Polarity Positive v
@ Experiment Experiment

21



Training Polarity  Negative

MRM

Method duration 1 : min Total scan time: 0.240 s Estimated cycles: 250
¥ Source and Gas Parameters
lon source gas 1 35 + psi Curtain gas 40 + psi Temperature 0 +| °C
lon source gas 2 70 e psi CAD gas 9 :
¥ Experiment | MRM v
Polarity Positive v Spray voltage 5500 ol Vv
Mass Table  [TRTNINED Apply scan schedule
Group Compound Q1 Q3 Dwell EP CE CXP
1D ID mass (Da) mass (Da) | time (ms) | (V) [44] [\Y]
1 Group 1 sDZ1 251.000 156.000 100.000 100 250 150
*
¥ Experiment | MRM v
I Polarity MNegative v I Spray voltage 4500 vl V
Mass Table  ([ETEINNRD Apply scan schedule
Group Compound Qi Q3 Dwell EP CE CXp
1D ID mass (Da) mass (Da) | time (ms) | (V) [\%)] )
1 Group 1 SDZ 1 249,000 156.000 100.000 -100 -30.0 -15.0
]
® Cycle time sec Dwell Time
Total Scan Time sec Experiment Cycletime sec
Pause time Settling time Experiment
Dwell Time Dwell Time

® Save Save

Cycle Time

Cycle Time
2.3

Dwell Time

22




2

Settling Time
Positive

Settling Time

Positive

Negative

Advanced Experiment Settings

Negative

Advanced > Show advanced parameters

T L

Show advanced parameters

Show advanced parameters F

N

¥ Experiment | MRM v
Polarity Positive v Spray voltage 5500 v
Settling time 15 v| mMs Pause time 5 : ms High mass cooling time: 0 ms
Q1 resolution Unit v Q3 resolution Unit v
Mass Table m Apply scan schedule QO dissaciation Simple v
Group Compound al Q3 Dwell EP CE CXp
ID D mass (Da) mass (Da) | time (ms) | (V) V) [\U)
1 Group 1 SDZ 1 251.000 156.000 250.000 100 250 150
-
*
¥ Experiment | MRM v
Polarity Negative v Spray voltage 4500 : v
Ad i Experiment S
I Settling time 15 : ms I Pause time 5 : ms High mass cooling time: 0 ms
Q1 resolution Unit v Q3 resolution Unit v
Mass Table m Apply scan schedule QO dissaciation Simple v
Group Compound al Q3 Dwell EP CE CXp
D D mass (Da) mass (Da) | time (ms) | (V) (4Y] v
1 Group 1 SDZ 1 249.000 156.000 100.000 -10.0  -300 -15.0

23
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3.2

/] MRM

Training MS method

Method
- Experiment 1 4 Experiment 2
4 10

@® 21
&) Save  Saveas Period
©) Add Experiment MRM

Method Overview I}

Device: SCIEX Triple Quad 4500 Method duration 1
lon Source: TurbelonSpray

<>

Add Experiment v

Neutral Loss ¥ Source and Gas Parameters ——
Precursor lon lon source gas 1 20 o
Product lon lon source gas 2 0 "
o]

@ Options Apply experiment scheduling

O S O O

Options

Apply ionization scheduling

Apply experiment scheduling*

Apply experiment scheduling

24
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¥ Experiment | MRM v
Start run time 0 «| min Stop run time 4 : min
Polarity Positive v Spray voltage 5500 v
Mass Table m Apply scan schedule
Group Compound Q1 Q3 Dwell EP CE CXP
1D 1D mass (Da) mass (Da) | time (ms) | (V) V) V)
1 | Group 1 | SDZ 1 251.000 156.000 250.000 100 250 150
¥ Experiment | MRM v
Start run time 4 «| min Stop run time 10 : min
Polarity Positive b Spray voltage 5500 Y
Mass Table m Apply scan schedule
Group Compound Q1 Q3 Dwell EP CE CXP
ID ID mass (Da) mass (Da) | time (ms) | (V) V) (V)
1 Group 1 |SMZ 1 | 249.000 156.000 100.000 10.0 30.0 15.0
® 1 Experiment  Startruntime O Stopruntime 4
® 2 Experiment  Start run time 4 Stop run time 10
@ Save  Save
Positive Negative
Positive  Negative
2.3

25
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3.3

(/]
m/z 500
S/N
S/N
Q1/Q3 =Unit/Unit Unit/Low Low/Unit Low/Low
S/N
Resolution TA scans fram S‘I-iﬁplbl'1 '(=}}
. I 1 Unit
Resolution Q1 Q3 m/z 3113
1 1
3092 1] [1.312.3
- Unit: 0.7Da + 0.1Da - T e
- Low: default *+1.5 2Da == =iz, Da
ngh 0508 4 0.1Da szcansfr?‘l‘lﬁﬂ]ﬁl‘é"l‘f[.r Low
- . . X . 1
i 1.2 ]
ggg_gmmﬁ
I3 HER
----- “mrha
@® 21
@ Save Save as LowRes
©) Advanced Show advanced parameters

Wow -

R I e O

Show advanced parameters

26
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@ Q1 Q3 Unit Low
¥ Experiment | MRM hd
Polarity Positive hd Spray veltage 5500 : s
Advanced Experiment Settings
Settling time 15 Sl ms Pause time 5 S oms High mass cooling time: 0 ms
I Q17 resolution Unit v Q3 resolution Low v I
Mass Table Apply scan schedule Q0 dissociation Simple v

Group Compound Qi

ID ID mass (Da) mass (Da)

1 Group 1 SDZ1 251.000 156,000 250.000 100 250 15.0

® Save

a3 Dwell

time (ms)

EP CE CXP
M M m

Save

27
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3.4

Scheduled MRM(sMRM)

@ Scheduled MRM

SMRM MRM

MRM Dwell Time
S/N LLOQ

%CV

3.4.1  Scheduled MRM ?
§ MRM S/N Dwell Time
Dwell Time SIN
S/N dwell time
1000 1 . \l : I | e | “'\I cycle
. |‘I‘ i ) | | ‘ ( || | o /| time
0.5 i i Moy A 2004 [ 1
b DAGLW _j‘}f\; 20 4”“\\ 25 i)g:ﬁ 5 J B \ﬂ]flﬁ m‘“”tﬁu""A E3 JLW o5 7o i au_/' I B 3

dwell time 25msec x 100

cycle time 2500msec

10sec
dwell time S/N
e 1|\ eycre
5 Ded 1|[time
[y | |
2 Died -
i,
25 B

dwell time 5msecx 100

cycle time 500msec
10sec

28
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§ Period MRM

MRM
Period
LC

LC

6.5

§ SMRM MRM
Dwell Time Cycle Time
SIN
8 DwellTime 5 250msec 4500 5500 5500+ 6500 6500+ 7500

sSMRM MRM
MRM dwell time

SIN LOQ

4.0 B5

3.0 35

Time, min

29
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3.4.2 Scheduled MRM Method

Scheduled MRM

o)
@

®

¥ Experiment | MRM hd

Polarity

MRM

Retention Time

Retention time

SCIEX OS Analytics

MS Method

Results table

Apply scan schedule

Positive v

Advanced Experiment Settings

Settling time

Group
D

[ RN T B SRR U

-
=

Group...
Group...
Group...
Group...
Group...
Group...
Group...
Group...
Group...
Group...

o v

Mass Table

Compound
ID

Azamethiphos 1
Azamethiphos 2
Acibenzolar-5-methyl 1
Acibenzolar-5-methyl 2
Azinphos-methyl 1
Azinphos-methyl 2
Azoxystrobin 1
Azoxystrobin 2
Anilofos 1

Anilofos 2

@ Import

® Results Table

Spray voltage 5500
ms Pause time 5
Apply scan schedule Apply sMRM triggering
Qi Q3 Edit Dwell EP
mass (Da) mass (Da) dwell time time (ms) | (V)
325.000 183.000 10.0
325.000 112100 10.0
211.000 136.000 10.0
211.000 211.000 10.0
318.100 160.000 10.0
318.100 132.000 10.0
404.100 372,100 10.0
404.100 344100 10.0
368.000 199.100 10.0
368.000 125.000 10.0

<3

CE

21.0
51.0
39.0
10.0
13.0
21.0
19.0
29.0
19.0
42.0

ms

CXP

15.0
15.0
15.0
15.0
15.0
15.0
15.0
15.0
15.0
15.0

High mass cooling time: 0

Q0 dissociation Simple
Retention  Retention Q1
time (min) time tolerance (+/- s)
0.00 30 Unit
0.00 30 Unit
0.00 30 Unit
0.00 30 Unit
0.00 30 Unit
0.00 30 Unit
0.00 30 Unit
0.00 30 Unit
0.00 30 Unit
0.00 30 Unit

resolution

-

ms

Q3
resolution

Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit

Update retention times from a processing method...

Quantitation Method

Import compounds from a file...

Open

/| Apply scan schedule

Grou S Update retention times from a processing method...
D (Da)

Import compounds from a library...

»
100

1 Grou

2 Group...
3 Group...
4 Group...

Azamethiphos

2

Acibenzolar-5-methyl 1

Acibenzolar-5-methyl 2

30
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©® MRM

Retention Time

Method duration 15 % min I Target cycle time 1000 S oms I sMRM Summary
Minimum dwell time 3 v ms Maximum dwell time 250 Soms
¥ Source and Gas Parameters
lon source gas 1 35 + psi Curtain gas 40 . psi Temperature 0 = TE
lon source gas 2 70 + psi CAD gas 9 -
¥ Experiment | MRM v
Polarity Positive v Spray voltage 5500 : v
Advanced Experiment Settings
Settling time o S oms Pause time 5 S oms High mass cooling time: 0 ms
Mass Table m +/| Apply scan schedule Apply sMRM triggering Q0 dissocigtion Simple
Group Compound (o]] Q3 Edit Dwell EP CE CXP | Retention J Retention Q1 Q3
ID ID mass (Da) mass (Da) dwell time time (ms) | (V) (W] (W] time (min) | time tolerance (+/- s) | resolution resolution
1 Group... Azamethiphos 1 325.000 183.000 100 21.0 150 |3.59 30 Unit Unit
2 Group... Azamethiphos 2 325.000 112.100 10.0 51.0 150 |3.59 30 Unit Unit
3 Group...  Acibenzolar-S-methyl 1 211.000 136.000 10.0 39.0 150 {571 30 Unit Unit
4 Group... Acibenzolar-S-methyl 2 211.000 211.000 100 100 150 {5.70 30 Unit Unit
5 Group... Azinphos-methyl 1 318.100 160.000 10.0 13.0 150 {5.03 30 Unit Unit
6 Group... Azinphos-methyl 2 318.100 132.000 100 21.0 150 |5.05 30 Unit Unit
7 Group...  Azoxystrobin 1 404.100 372.100 10.0 18.0 150 521 30 Unit Unit
8 Group...  Azoxystrobin 2 404.100 344.100 100 29.0 150 |5.23 30 Unit Unit
9 Group...  Anilofos 1 368.000 199.100 10.0 19.0 150 (744 30 Unit Unit
10 Group...  Anilofos 2 368.000 125.000 10.0 420 150 (743 30 Unit Unit
n Group...  Aramite 1 352100 191.100 10.0 190 150 |s.8s8 30 Unit Unit
12 Group...  Aramite 2 352.100 57.100 10.0 43.0 150 [|9.88 30 Unit Unit
(@ Retention Time tolerance
Retention Time tolerance MRM
30sec Time min
+ 30 sec MRM
MRM detection window
Dwell Time SIN

30

Tips sMRM Time min 0
Target cycle time
Target cycle time 1000 msec
MRM Dwell Time 1000 msec

Dwell Time

31
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© Apply sSMRM triggering

Apply sMRM triggering

¥ Experiment

Polarity

threshold

Dwell Time

/10

1st Transition

Optional

2nd Transition

threshold

2nd Transition

MRM

Advanced Experiment Settings

Settling time

Mass Table

Apply scan
Group Compound
D D

1 Azamethiphos  Azamethiphos 1

2 Azamethiphos  Azamethiphos 2

3 i i thyl 1

4 - ethyl 2

5 Azinphos-methyl  Azinphos-methyl 1

6 Azinphos-methyl  Azinphos-methyl 2

7. Azoxystrobin Azoxystrobin 1

8 Azoxystrobin Azoxystrobin 2

9 Anilofos Anilofos 1

10 Anilofos Anilofos 2

n Aramite Aramite 1

12 Aramite Aramite 2

13 Aldicarb Aldicarb 1

14 Aldicarb Aldicarb 2

Save

Spray voltage

Pause time

schedule

a1
mass (Da)

325,000
325.000
211.000
211.000
318.100
318.100
404100
404100
368.000
368.000
352.100
352.100
208.100
208.100

a3
mass (Da)

183.000
112.100
136.000
211.000
160.000
132.000
372100
344100
199.100
125.000
191.100
57.100

116.000
89.000

Save As

Edit
dwell time

5500

Apply sMRM triggering

Dwell

time (ms)

68.037
68.037
26.906

€3
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CE

210
510
39.0
100
130
210
19.0
29.0
19.0
42.0
19.0
430
10
200

Dynamic background 0
subtraction
High mass cooling time: 0

|| Qo dissociation

P
V)

150
150
150
15.0
15.0
15.0
150
15.0
15.0
15.0
15.0
150
150
150

Retention
time (min)
3.59
3.59
571
571
503
503
5.21
5.21
7.44
.44
.38
9.88
3.28
3.28

Simple

Retention
time tolerance (+/- 5)

30
30
30
30
30
30
30
30
30
30
30
30
30
30
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Primary  Trigger
trigger

threshold (cps)
500

500

500

1000

500

500

500

Q1
resolution

Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit

Q3
resolution

Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit
Unit



Explore

§ SCIEX OS software
§

Explore

Processing

A\

Explorer

i

Analytics
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4.1 SCIEX OS Explore
411 TIC Data
SCIEX OS Explore
File Open Sample... (
) File
% Training SCIEX OS_Quad Data_Example Projects Data
Gen01.wiff

Select Sample *

Source: | C¥SCIEX OS Data¥Example 7500TrpleQuad Pr ~ | | Browse...

] "

¥ Training 40 50

QO - Explorer A ,’ @ Ready LS A

F“ File Edit Show Graph Process BioToolKit Window Help -8 x
Y EALR T KY=1=I=1

Arlr-%-the-qrrul-DaEEE® =
TICTiom Qg 01 Wil (sample 1) - genO1, +Q1 (300 - 2400) T — %
&

327N [y 817
317 = m F
wil| FER LIZOERE 7w 7 L7k,
| TA 2 ) oy F LTSS,
2607 |
2587 6144
24e7 ko 522 1

23e7
2207 390 I
21e7 7369
20e7 ;IEEA

197 ag 4 29
1.867 5143 ;

1.7e7

i gl - a7
1627 77.76
1467 YA
1.3e7
s 71583
11e7 3|,Z5I 3663 43.1§) 7433
1.0e7
a0e
ane
7066
0t
5066
40e6
30e6

20ek,
1 De%‘w«#
00e0

z
a
&

Intensdy, cps

HJSH‘

343 6737
e ‘

v B itoo Sav

| EARTHEROBYERT 2 LTIES,

Data Acquisition
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(Training 43.18 )

LOWUVERZwZLC &[] 2
TR Ve 7 LT ESW, |

Intensiy, cps

157

1.0s7

405 41,

0 a5 420 425 430 435 4“0 “us 450 455 460
Time, min

Intensiy, cps

8 £ 8§ 8§ %

)

£

46363

Gen1 Wil {sample 1) - gen01. +01 (300 - 2400] hom 43073 to 43351 mn

a2 22

40 500 600 00 B00 300 1000 1w 1200 1300 1400 1500

Mass/Charge, Da

35

Confidential - Company Proprietary



4.1.2 Explore Pane
Explore

AELe  %-Aho- a2 Ul - OQAEEE®

o | +f

Pane

Pane

Pane Full Scale

B2

Pane

-
+

@ Pane
Q Pane
Pane
Pane
E Pane
m Pane
Move Pane
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4)

( 432 46.6

N Fis Gt Show Grph Procen BioTeolKt Window Help -&x
F@Eo s+ EAEEE®
@BEL+ - %-he- e~ Ul -  IQLEEE® @
TIC lom GenD) Will [sample 1] - g1, +01 (300 - 2400} +
.81

20eT 39‘32 1 4522 &
& 157
5
§ o
2

50e6

iy

|1 :®s w0 @5 40 a5 65 sis 45 80 85 60 ¥o 45 80 &5 ko
Tine, rin

WEA T - % -G how- e, EI=lE @
Spectium from Genl Wil [sampie 1) - gerD1, +01 (300 - 2400) from 46.524 to 46,740 min +

256 &

&

2008
1506
1006

46.6 D MS A7 v

Intsrily, cps

0 130 40 150 1600 170 180 1900 000 20z 20

Mass/Charge, D

AELt -%-khe-lassi @AEEE®
Speclrum hom Gend).Will [sample 1) - ger01. +01 (300 - 2400) from £3073 tc 43289 min

(3 %3 &
48368
e
5 43.2 Sp0HITO MS A2 boL
25 sizss 6B
i . | L
A 500 s el 0 00 1000 100 1200 1200 1400 1500 1600 17m 1800 1900 2000 2100 220 230

Mass/Chaige. D

Window
MS

0 Explorer IQ\

Ready

[N File Edit Show Graph Process BioToolkic Window Help
FE A BAEEE®
BELr - %-he- Ul - BQAEEE®

TIC from Genl1, Wi fsample 1)- gn1, +Q1 (300 - 2400)

®l+f

W0 35 40 405 40 415 40 425 430 45 M0 #5450 485 %0 465 H0 5 480 485 40

Time, min

EEA+-%-Trhe- [ BQAEEEe® B EA % T e [ RN =]=]=} ]
Spechum om GenlJ1 Wil fsancie 1)- gentl, +01 (300 - 2400) o 41073 to 43289 mn | Spectuan fiom Genll Wi [ssngie 1)~ genll. +01 (300 - 2400) hom 46,524 lo 46.740 rn +

9 £l & 256 0 &

5

75 208

5268

g e u
: 55 e
3
I i
£ oo

5

25 7.9

[ 713 Rl i3
165 J 7285
ohuid L ond | .
000 100 £ E) 1000 150 200
Maes/Charge. Da Mas:/Charge. Da
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4.1.3

TIC ( 44.5 )
Shift 2 ( 46

( 45.2 )

0 ~ Explorer ,Ci\ @ Ready Ll

IN File Edit Show Greph Process BioToolKit Window Help
F@ e BAEAE®

AELs-%-he- a4~ UL- GQEEE®
TIE from Genl Wil fsample 1) - gen1. 401 (300 - 2400

a8

Intensiy, cps

30 395 400 405 410 415 430 &35 430 435 440 445
Time, mn

BELr-%-bhe- s~ L dABREE® |
Spectium from Gerfd1 W fsampie 1] - gen01. 401 (300 - 2400) from 45086 to 45.302 min. subbiacted by: [Spec..n]. subtiacted by [Specium fiom GenD1 Wl [sample 1) - genl1. +01 (300 - 2400) fiom 45343 to 46,308 min] T
2066 k0266 |

2

Ry 7755 RBREL DN 45.2 530 MS A7 kL

2085, anzlw 120422 145228
W\

400 500 600 00 800 00 1000 oo 1200 1300 1400 1500 1800 1700 1800 1200 2000 2100 200 2300
Mass/Chaigs. Da

Clear Subtraction Range

subtracted "
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(] Edit

421
PowerPoint  Word

@ Edit Copy Graph Copy Window
e Copy Graph
e Copy Window

@ PowerPoint Word Paint

0§ File | Edit | Show  Graph  Pro
= Capy Ctrl+C
o % N CopyGr-aph
TIC from cu| Soryaindow %J
Paste Ctrl+4
o Select &Il Ctrl+a,
100 o
90 ptlons...-
i Reset Options
4.2.2 Options
Edit Options...
Options Graph Appearance
Set...
Options |E|

Graph Appearance | Peak Labeling & Finding | Auto Processing I HIC | FiIleringl

Title font: Automatic label font: Setis
Auiz caption font: Default caption font: Set
duislabelfont [ Set. | [ Setallfonistodefauk |
Trace colors: Set.

Line width

[] Use thicker line far active series (when multiple series are overlaid]

[¥] Plot centraid spectra using 'triangles’ [to show peak width]

[ ak ] [ Cancel
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4.2.3  Caption ( )

Explore Caption

Explore Open Sample... File
% Training
Gen01.wiff
TIC 15 20
17 Add Caption
Add Caption Caption

BEAr - B-he-|la=s~ Ul GAEEE®
TIC from Gardl Wi (sawie 1) - gendl. +31 {300 - 2400)
5505

5066

4.505 1714

SCIEX OS_Quad Data_Example Projects

2010

Edit Text

4.0e6 Caption

Intenshy, cps

155 160 185 170 175 180 185 180 185 200
Time. mn

Home Graph 73
Caption

Home Graph

AELt-%-he a2 Ul - TQAEEE®

TIC from Genl1 Wi [sampde 1) - genli1, +21 (300 - 2400]
227 03 68.17
3e?
30e7
2%7
28e7
27e7
26e7
257 6144
247 02 45
237

860
Lol ]
1.%7 agi 5343 6297

5239

Inlersiy, cps
g

1467 s7.11

1207 5}
11e7 Ell 25: 63 4318

6091
L] w737

L]

73

7687

7287
kel

Confidential - Company Proprietary

w1+

® 1+

Data



Delete All Captions

Caption User Text
Caption
Delete Caption
( Caption )

Font

Remuowve Active Trace

Rerniowve Al Traces Except Active

Add Caption

Edit Caption
Delete Caption
Delete All Captions

Paste Image

Delete Image

Edit Caption

Font Font size

Font

Fort Fort style: Size

[Fsiai] Regular 13 [ oK ]
; ] _pime

s — Cancel

Arial Rounded MT [ NamowBold | 5 |2
Baskerville Old Face Narrow Bold j{ﬁ;,'.|5 | 1

Bavhaus 93 Eold b }i

Bell MT - | |Bold Malic - | |16~

Effects Sample

[] Strikeout

[] Underiine AaBbeZZ

Color:

[ Black - Script:
Westem -
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%] Show
uv PDA

43.1 Data and Peaks Table

Peaks Table ( )
Explore Open Sample... File
% Training SCIEX OS_Quad Data_Example Projects Data
GenO1.wiff
Show 4 Data and Peaks Table
Data Table Intensity
Peaks Table

Peaks Table

Pane

Save as Text...
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43.2 Data and Peaks Table
Peaks Table

Edit Options...
Options Peak Labeling & Finding
Chromatograms OK

% Training Peak Splitting Factor 3

Options @
Giaph Appeaiance | Peak Labeling & Finding | Aut Prosessing | WIC | Filiering|

Label field:

Default threshold: 5.00

Moize percentage: 400 %

Baseline subtraction window 200 miry

Peak splitting factor 3 paints

0K ] [ Cancel

Peak Splitting Factor

AEL - -%-Eije-axnjul-  BAEES0
TIC from GenD1.wilf (sample 1) - genD1, +01 (300 - 2400)

3.0e7

g Peak Splitting Factor : 3

20e7

157

Intensity, cps

1.0e7

1324

5.0e6
12.60 ‘ 15.78

1047

>
0.0e0

12 3 4 5 B 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 2 23 4 26 2% 27 2 2 330 3 2 BV M B B ¥ B

Time, min_

AEL+ % -Ehlje- « ALl BQAEOED®

TIC fiom GenD1 Will (sample 1) - genD1, +01 [300 - 2400)

3067 |33

2567 Peak Splitting Factor : 1

2.0e7

1567

Intensity, cps

1.0e7
i 2347 5493
506 : 068 13.24

1241 1489 15

»
0060

1 2 3 4 5 B 7 8 3 10 1M 12 13 14 15 16 17 18 19 20 21 2 23 24 25 26 27 28 29 30 31 32 33 M4 3B B 7 B

Tirne, min

43

Confidential - Company Proprietary

w4+

o1 +h



4.3.3 uv DAD
Explore Open Sample... File

% Training SCIEX OS_Quad Data_Example Projects Data
Dad.wiff
Show DAD Total Wavelength Chromatogram (TWC)

uv UV/DAD/ADC Channel
MS uv DAD

L Pane

MS uv DAD
Process Offset Chromatogram

% Training Offset 0.16

F@E ) = BQAEEE®

AELe-%-io axAul- GRAEEE® BAELr-%-ue-axii- BAEE=S®
TIC fion DadLwill (sarvpie 1) - SampleDDT, +MRM (4 iansiions) = [ TIC trom Dadwit (sample 1) - SamplelDT, +MRM (4 banaions) =+
& &
Geb 543 6e6 543
5e6 £
g 4 5.14 s e 5.14
§ s § s
= 6.71 = 6.71
266 266
1e6 o 1e6 4.64 |
L by / J
[ 0=
35 10 i 35 a0 5 50 55 &0 65 70 75
. Time. min
ATE s % -Talal n il Offset X % Eae e~ il BADEE® =
TWE fiom Dad i (csirgle 1) - Sanple00] sl [sample 1) - Sample00T, offset by 0,160 in +
5 lled uv / DAD 50s4 5.14 &
450t 458t
40e 4084 6.73
i
35ed EL
s 30et PR
4 z
£ 25m 2 25
= = 4.64
20et 2084
1504 185s4
1.0ed 1024
503 S0
00e0 00e0
35 10 5 50 55 50 &5 70 75 35 40 45 50 55 50 65 70 75
Tie. min Time. min
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4.3.4

Explore

Explore
% Training
Gen01.wiff

Show

Open Sample...
SCIEX OS_Quad Data_Example

File

Sample Information

Projects

L
0 - Explorer ,q\ Ready Lot
[N File Edt Show Graph Process BioToolKt Window Help -8 x
F@- e+ DABEE®
GEA+-%-he- Ul - IQREEE® 4=
TIC hom Ger1.4i sampl 1) - gend1, +Q1 (300 - 24001 +
817 -
3067 ksl &
2807 el 52 b
A% 5343 7288
564
g ae T sa | mmaz §257
: B
3 7776 7887
T 1se? % 511
£ 3z %83 318 7153 || 2433
1027 ]
24 8 Bay Wil 2
2010 2335 78
5066 sp l01g 1088 1714 5 585 i
& ! 1468
0060
5 1] [3 E 3 E] E3 L] = E3 E] E] 7 E] %
Time.rin
LSy =]=I=] ] =)
Samekelnic. Period 1, Experiment 1 <
Acquistion info Experiment Type: a
Quariitation Info Num Cycles: 1183
Period 1, Evpedient 1 Polaiy Fosiive
S Instiument Tables and Parameters Roisive St line: (O
= Keyed Teat Experinents inPeiod 1
can Mode: Praile
fScans (o Sum. 0
Resolution 01 Unit
Rale: 0D/
Interisity Thieshold 000 cps.
Setllng Tene: 00000 msec. £
MR Pause: 00000 msec
No
Certeu/Widh o
Stat Mass: 30000
End Mass: 2400 00
StepSae 05003
Dwel Time:  1.000ms
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Window S/N

441 S/N

S/N Peak to Peak
2

Explore Open Sample... File

SCIEX OS_Quad Data_Example

#3 — STD_0.5ppb

Projects Data

¥ Training
EFAB.wiff

% Pos. / Neg.
s

Positive Negative

Graph Split Traces into Separate Panes

Number of Columns ”2” column(s)

MRM

Pane

Q - Explorer
N File Edt Show Graph Process BioToolKit Window Help -F x
FE s TAEHEE®
BELt-%-Thw- [ BRApE=m g
TIC ram EFAB wi lsarele 3 - STD_0.5pt +
S i\am &
-3
o
H
1, 1020
197
o A
Tz os 05 08 18 1z 14 16 18 20 2z 2 T6 30 3z 3¢ 35 18 40 2 4% 46 <8
S
BEAt % -ELew- wunil- @ROSES 2
= @ TIC from EFAB. wilf (sample 3)-STD_0. . Experiment 1. +MAM [EP=10,15=5000] (2 trarmisons) ~ ;
e e e B 5T NEb P ) ey @OFTALY w2k Pos. & Neg. @ =
2)4 ? 7 ) & Neg, & 3
e | Experiment (24372 v~ b5 4
E 25 |
) |
2
»” nJ |
oz o4 L3 Lt} 10 2 14 18 18 20 2 2 28 28 30 2 34 36 38 1 a2 A 48 4B
Tine. i
BELr - %-Che- a4 Uul-BAEESe Q]‘;‘ dt-% P Rk B X AP LY== =
TIC from EFAB vl feample 3) - 5TD_0 Sopb. Expatin ke 2. MR 14 wanstions | +
" - (@Graph > Split Traces into -+ T Pos. & Neg. @ a T
Set yaw b7 LAFENEND Pane 1253%
-
= S 25
2w E
H H
5 ot 5 165
ek 1375;J
oed™, o
5 10 15 20 25 20 35 40 a5 05 10 15 20 25 0 35 40 45
Tiwe, mir Tiwe. miry
Data Acquisition

Show

¥ Training

Pane
Extracted lon Chromatogram (XIC)

Pos. Pane
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Noise ( 0.4 0.8

Shift (
Q- Explorer A @ Ready HEd
>
N Fie Edit Shew Gmph Proces BoToolKk Window e . x
S@0 a4 BROCES
TIC| 3 |nc 3. HIC trom EFAR. vt (sample 3 .. Floricamd 1 2300/ 202481 al2
Ehe+-2-he-qamuld- 8QABES -
S9C b, EFAS i sampe 3 $T0_05s Expmont 1. <MAM [EP=1015-500) 2 bonsor) Fhrcorid | (2210 / 22261 it
.: ho i
a0et
a6et
16t
et
24
a0e4
26e4
26mt
§ o
£ m
| S
1ut
T6et
et
1204 ‘
10st

Data Acquisition
Window Graph Selection Window
Graph Selection Info Options
Graph Info OptiOI’lS Noise Graph Info Options ==
Multipl ier for S/IN “l3n OK Noize multiplier for S/H:
Spectral height percentage; 50 b4
Graph Selection Info Default Info Ll G el
Signal/Noise [ ok | [ cancel
Graph Selection Info
Default Info = Au o
Default Info in -
¥ Info 1
Standard Deviations L
cpe
| Signal/Noise |0 cps
Manual Reconstruct iir
Graph Selection Info S/N ( Peak-
to-Peak)

Peak Time: 1.020 min
Peak Width at 50%: 0.025 min
Paints Across Peak at 50%: 4

Peak ‘Width at Base: 0.149 min
Paints Across Peak at Base: 24
Peak Area: 7.206e4

Signal/Moise (3 sigmal;
Peak-to-Peak 5/M: 158.7
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4.4.2

Explore Open Sample... File
% Training SCIEX OS_Quad Data_Example Projects
EFAB.wiff #3 — STD_0.5ppb
X 441 Flonicamid 1 (230.0/202.8)
Window Graph Selection Window

Graph Selection Info Show point symbols

o - Explorer A @ Ready

N File Edt Show Grph Process BioTaslKt Window Help
FEo waABAEESe
TIC fom 0

-0
o

@ELe-%-he- el @BREEE
KIC hom EFAB.wif [sample 3) - STO_0.Sppb, Experimenk 1, +MRM (EP«1015+5000) (2 transitionst Flonicamd 1 [230.0 / 202.8)
e

1000
1208

406t
2060
et
3det
3268
306t
2060
26
2488
2200

Inkensiy, cos

2068
1808
1608
148
128
1068
8063
6062
4003
20

3 | TIC from EFAB. it fsampse 3. T o [ TIC " 3Pl stions]| I fiom EFAB il (sample 3] - Florscamd 1(230.0/ 2028) |

Data Acquisition

Wl

X
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(SCIEX OS Software Analytics

51

5.2

53

54

5.5

SCIEX OS Software  Analytics
Project SCIEX OS_Quad Data_Example

Results Table

Statistics

Metric Plot

SCIEX OS

Help

SCIEX OS

49




5.1 Results Table
Results Table

SCIEX OS_Quad Data_Example  Project EFAB_ MQ4.gsession
Results Table EFAB.wiff

51.1 Results Table

Preject SIDX 05Guad Dta.Gample T O

Mew...

e

Recent results >

@ Results > Open
@ Open Results Table session Results

Open

51.2

@ Results Table

Calibration Pane Show Excluded
Standards
Results Table
@D Results Table Used

Exclude selected analyte

@
® MRM Exclude-All

Analytes

Calibration for Flonicamid 10y = 1495755 » + -T82.78203 {r = 0.09996, r* = 0.99991) (weighting: 1 /%)

Ted
el

[ Exclude selected analyte

Exclude all analytes
Sed

ELE]
2e5
1e5

el

Area

0.5 1o 15 20 2.5 30 3.5 4.0 45
Concentration (pph)
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@ Results Table

Results Table

D Results Table

o)
@
®

analytes

MRM

Include selected analyte

Teld 4

Include all analytes

‘ [

513
%}

D Results Table

@ Peak Magnifier

]2

Manual Integra

fied 4
el 4

Used

Include selected

Calibration for Flonicarmid 1ty = 1499175 = + -612,21430 (r = 1.00000, ¥ = 1.00000) fwveighting: 1 7 )

Include all

2
ki
ELE
288 4
1ed 4
lel - T T T T T T T T T
0.5 10 15 20 25 30 3.5 4.0 4.5
Concentration {pphj)
Blank

Display the Peak Review

Halofenozide 1 Analyte

Blank Sample

Lomons [ ]

Blank - Halofenozide 1 (Blank) 32.. ata\EFAB.wiff), (sample Index: 1) STD_0.05ppb - Halofenozide 1 (Sta.. ta\EFABwiff), (sample Index: 2)
Integration Area: 336, Height: 1.356e2, RT: 147 min Area: 45861, Height: 2.727ed, RT: 195 min
1.951
Minimum Peak Width 3 points 900 25000
Minimum Peak Height 100.00 800
5/N Integration Threshold | 3 100 20000
Gaussian Smoeth Width | L0 points s
2 £ 15000
Noise Percentage 400 % = 500 =
Baseline Subtract Window | 0.20 min 5 o =
10000
Peak Splitting 2 paints 00
1970
Retention Time (RT) 200 5000
- 100
Expected RT 195 min
1] i}
RT Half Window 300 sec 1.8 1.4 20 21 1.8 19 2.0 21
Update Expected RT No Tirne, min Tirne, min

®

Apply

51



. Manual Integr

ation ﬂ

Min. Peak Height

100

Integration
Minimum Peak Width 3
Minimum Peak Height 300,00 Apply
S/N Integration Threshold | 1 00
Gaussian Smooth Width | 1.0 points 500
&
Noise Percentage 40.0 % 2 500
Baseline Subtract Window | 0.20 min E a0
Peak Splitting 2 points
Retention Time (RT)
Expected RT 195 min
RT Half Window 300 sec 173 180 183 130 133 200 205 210 215
Update Expected RT No + Time, min
® Results table Area  Height N/A Modified
Modified
Apply N/A Modified
rh 18 rows Filters: 0 ' Qualify for B ilters E E l
Compound Component Actual A Retention - Calc
Index | SampleMame ¥| Sample Type ¥ Component Name |~ 00 Group Name | Concentration [{| Area 7| Height ¥[SSR o Moditied wised v 0
b3 Blank Blank Halofenozide 1 Quantifiers Halofenozide Mya, Mya, MNya, Ifa Mya,
s STD_0.05pph Standard Halofenozide 1 Quantifiers Halofenozide 0.05 750 TITd .95 =) 0.04
|15 STD_0.5ppb Standard Halofenozide 1 Quantifiers Halofenozide 0.50 440341 264975 185 =) 0.57
EN STD_Spph Standard Halofenozide 1 Quantifiers Halofenozide 5.00 3838419 2287314 134 =] 494
N 27 Blank Blank Halofenozide 1 Quantifiers Halofenozide MN& EXi 192 134 [} <0
33 STD_0.5ppb Quality Contral Halofenozide 1 Quantifiers Halofenozide 0.50 422451 248571 195 [} 0.53
39 STD_0.5ppb Quality Contral Halofenozide 1 Quantifiers Halofenozide 0.50 411919 241174 195 [} 0.52
45 STD_0.5ppb Quality Control Halofenozide 1 Quantifiers Halofenozide 050 417355 242730 195 =] 0.52
51 STD_0.5ppb Quality Control Halofenozide 1 Quantifiers Halofenozide 050 302861 225109 104 =] 0.40

Manual Integration u

Integration

Minimum Peak Width
Minimum Peak Height
S/N Integration Threshold
Gaussian Smooth Width
Noise Percentage
Baseline Subtract Window

Peak Splitting
Retention Time (RT)

Expected RT

AT e

3 points
300.00

3

1.0 points
400 %
0.20 min

2 points
185 min

1000
0o
300
7o
600
500
400

Intensity

300
200
1m0

1]

Blank - Halofennzide 1 (Blank) 320.0 / 120.0 - (Path: DASCIEX O Data\SCIEX 05 Quad Dats_Exaraple\Data\EFABwiff), (sarnple Index: 1)
Brea M8, Height: M/A, RT: N/A min

175

a0

1.85 L0

145

Time, min
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514

g 513 Apply Blank

a

Update Processing Method

for Component

Peak Review Update Processing Method for Component

Blank - Halofenozide 1 {Blank) 329.0 / 120.9 - (Path: DASCIEX OF Data\SCIEX OS_Quad Data_Exarmple\Data\EFAB.wiff), (sample Index: 1)
Area: M/A, Height: MN/A, RT: M/ min
1000 Copy Integration Parameters
200
I Update Processing Method for Component lh
= 600 -
= Update Processing Method for Group
g 400 Apply integration parameters to sample within a group
[ o o
I Revert Peak to Original Methad :
200 L e et L L e e
Revert All Peaks for Component \J
0
175 a0 183 190 193 200 2.03 210 215
Time, min
Resuls table Area Height Calculated Concentration

Update Processing Method for Component

Modified

Revert Peak to Original Method Apply

Update Processing Method for
Component

Process Method
Process Method > Edit embedded method

Results table

Process & Close

@ offline R

Process Method +
Edit embedded method...

Save embedded method as...
Mew...
Open...

Recent methods 3
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5.15 Processing Method

g 514 Processing Method

@O Update Processing Method for Component Edit embedded method
Process Method > Save embedded method as
@ Save As File name Save

2 ¥ =
O Offline f-s X
Process Miethod « [

- Edit embedded methed...

I Save embedded method as... l‘_
8 New.

Open...
Recent methods 3
iy |
5.1.6 Manual Integration
%] Manual Integration Mode
. :

Peak Review Enable Manual Integration Mode
Manual Integration Manual Integration

Iqﬂ +/| Manual Integration E

Apply STD_0.5pph - Flonicarmid 1 (Standard) 230.0 / 2028 - (Pat.. OS_Quad Data_Exarnple\Data\EFABwiff), (sarmple Indesx: 3)
L ) Area: 85577, Height: 36117, RT: 102 min
ntegration
Minimum Peak Width 3 pints #5000
Minimum Peak Height 100.00 30000
S/N Integration Threshold &
25000
Gaussian Smooth Width | 1.0 points
z
Moise Percentage 400 % & 20000
. . . E
Baseline Subtract Window | 0,20 min 15000
Peak Splitting 2 points
10000
Retention Time RT) ——M8M8¥
5000
Expected RT 1.02 min
- 0
RT Half Window S0 sec U8 085 000 095 100 105 110 115 120 125
Update Expected RT No W Time, min

Manual Integration
Revert Peak to Original Method
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5.1.7 Results table
@ Results table

Results table

Table display settings

<] Process Method v >

G8 a8 [voe X

More > Table display

settings

Results  Table Display

Setting

Results table Re;ni:;gon Alorrr <l
Visible

Number Format 102

a [

I Table display settings... I{—

Recent Table Settings

Add custom column...

Column Groups:

Results Table Display Settings X

Project: SCIEX O05Quad Data_Exarmple

Showe and hide specific calumns inthe results table

E | Visible | Mumber Format | LIS Supported

Comparison

Component Comment

Column Name
Accuracy 0.00
Accuracy Acceptance =
Acq. Method Mame =
Acquisition Date & Time =
Actual Concentration 0.00
Adduct/ Charge [}
OK Brea 1]
Area f Height [ o000
Area Ratio =] | 0.000e0
Area Ratio of camparison = 0.00n
Bsymmetry Factor [ |00
Barcode =
Baseline Delta / Height [} 0.000e0
Calculated Concentration 0.0n
o
o
[l

Component Group MName

Sawe as project default settings

-

JO0EOEEOEOEDEE RO E

Export Table display settings Export
Table display settings Import
Save as project default settings OK
Results table Table display Settings
55

Confidential - Company Proprietary




51.8

Projects > Project default settings

Project: SCIEX O5Quad Data_Example e

Default

=
[a)

v SCIEX O5Quad Data_Example

él Project default settings... I

Project secure export settings...

Enable project medified peak warning

Project Default Settings Quantitative Peocessing
Integration Units & Calibration Defaults
Save

Set Project wide defaults for quantitative processing method parameters

—_— ‘ Integration Default
Qualitative Processing regration Hersults

Integration Algorithm rQ4 -

Integration

Minimum Peak Width 3 points
Minimum Peak Height 100.00

5/M Integration Threshold | 3

XIC width 0,70 Da
Gaussian Smooth Width 10 points
MNeise Percentage 40.0 %
Baseline Subtract Window | 0.20 min
Peak Splitting 2 points

Retention Tirme (RT)

Expected RT Q.00 min

RT Half Window 30.0 sec

Update Expected RT Mo v
Report Largest Peak

Units & Calibration Defaults

Concentration units ng/mlL

Regression parameter Area W
Regression type Linear %
Weighting type 154 L¥3

S T O
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5.1.9

Peak Review
Peak Review Options > Peak review display settings

Covons___ JE LX)

STD_0.05ppb - Flonicamid 1 (Standard) 230....Examp|e\Da|t {__Peak review display settings.. |
Area: 6884, Height: 3014, RT: 1.02 min

AL0L v Fill peak (XIC and spectra)
3500 B

3000

Peak Review Options OK

Number of rows columns

Overlay

Highlight active graph using

Zoom time axis to view peak X

g b~ W N P

Zoom intensity axis to Y

Appearance Zooming

Peak Review Options

Peak Review Options

Number of rows: +/ Zoom time axis to view peak 4

Appearance | Zooming

Appearance

1 :
Humber of calumns: 2 v - 3 RT Windows
Drerlay: 2 Zoom intensity axis to; 5
Don't owerlay v () 100.0 percent of largest peak
Highlight active graph using: 3 10.0 tirnes the baseline height
Bold, italic title and grey background v 200,00 cps
Mark expected RT with arrow 1000.00 tps, o largest peak

When overlaying:
Zoom y-axis using owerlays v |
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5.1.10
1] Intensity

Peak Review

v
STD_0.05ppb - Flonicamid 1 (Star S

BLwiff), (sarnple Index: 2)
Area: G884, Height: 3914, RT: 1.02 _—

3500

000

XIC Side by Side

XIC Side by Side

View > XIC Side by Side

TapWater_0.5ppb |

1: Blank v 12: TapWater v 6: STD_0.5ppb
Blank - Flanicamid 1.9, (sample Index 1) || TapWater - Flonicami.., (sample Indes 120 STD_0.5ppb - Flanica..), (sample Indexc 8 Tapiéater 0.5ppb - Fl.., (sample Index: 13)
Arear M/A, Heightt NAA, RT: NAA min Area: 137, Height: 106, RT: 1.12 min Area: 18903, Height: 42631, RT: 1.02 min Area: 79388, Height: 42634, RT: 102 min
4n0an 40000 4nnan 40000 Y020
30000 30000 30000 30000
z Z z &
20000 I 20000 I 20000 & 20000
£ E £ £
10000 10000 10000 10000
1122
i i . i e i
10 10 11 10
Tirne, min Tirme, min Tirme, min Time, min
XIC Side by Side 5.1.9
5.1.11 Results table Sample Type
@ Results table Sample Type
@D Results table  Sample Type “7"
‘L 100f18rows Filters: 1 U
Index | SampleMame 7| Sample Typel Yanpnnent Name 7| c“';;’::“" 7| Mass Tnfo 15 Mar
3 | STD_0.5ppb Quality Contral 1 Clear Filter 00/2028 o)
. HL LS
BERREEXET Quality Contral BEDT 10£2028 (Mo I5) ]
4| STD05ppb Quality Control [ Blank 0.0/ 2028 (Na IS Clear Filter
[ 45 |sTD_05ppb Quality Contral [] Double Blank 0.0/2028 (NS
[ s5 | STD_0.5ppk Quality Contral S“:"W Control 0.0/ 2028 (N ISy
— nknoim
| 73| Topwaternsppb | Quality Control ) Sokvert 0.0/2028 (Mo 15)
79| Taprater 15pph | Quality Contral 0.0/ 32028 (Mo 1)
|85 | TapWater 0.5ppb | Quality Contral 0.0/ 32028 (Mo 1)
| a1 | TapWater 0.5ppb | Quality Contral 0072028 (Mo 1S)
|97 | TepWater d.5ppb | Quality Cantrol 0.0/ 2028 Mo 15
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5.1.12 Results table
@ Results table

D Results table

*H :H 20 =N "

& Qualify for Rules Filters

Component Compound Component Actual
SRR Y Mame Type K Group Name Concentration | G
Blank Halofenaozide 1 Quantifiers Halofenozide [AL 1.97
Standard Halofenozide 1 Quantifiers Halofenozide 0.05 27274 1.95
Standard Halofenaozide 1 Quantifiers Halofenozide 0.50 264975 1.95
Standard Halofenaozide 1 Quantifiers Halofenozide 5.00 2287314 1.94
Blank Halofenaozide 1 Quantifiers Halofenozide A8 194
Quality Control Halofenaozide 1 Quantifiers Halofenozide 0.50 248571 1.95
@ Results table Sort selected column from smallest to largest
= Sort selected from largest to smallest =
@ Removes any previous sorting =]
™ Qualify for Rules Filters d I N f=l e W CH. W~ E
J Component Compound Component Actual P A Retention _
SERUGR Mame Type Group Name Concentration Area /o REEEIR = Time
Blank Halofenozide 1 Quantifiers Halofenozide M2 110 2.00
Blank Halofernozide 1 Quantifiers Halofenozide N2 214 131 2,14
Unknown Halofenozide 1 Quantifiers Halofenozide [RFE 1497
Elank Halofenozide 1 Quantifiers Halofenozide M2 1.97
Blank Halofernozide 1 Quantifiers Halofenozide MR, 1.94
Results Table

& Qualify for Rules Filters A&l ~=H <H Wl cHH E EE

Area W
| Component Compound Component Actual . Retention
SIS MHame N Type Group Mame Concentration 3 a2t 0l Time
Blank Halofenozide 1 T Quantifiers Halofenozide MN/&, 136 1.97
Standard Halofenozide 1 Quantifiers Halofenozide 0.05 27274 145
Standard Halofenozide 1 | Quantifiers | Halofenozide 0,50 264975 185
Sandard Halnfanmida 1 Miantifiars Halnfanaride 5N ETETIEEN o7n7v1a 104
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5.1.13 Results table

@ Results table

Reporting > Export results > Export and save Results Table

S T— 0 T O T O

lesults Table (EFAB_QaTl_MQd.gse)

Export and save Results Table.., I

iles Filters

Results Table - Metric...

Component < Compound Component Actual
Name Type Group Name Concentration
Halofenozide 1 Quantifiers Halofenozide AR

Export

Save As

OK

Create report and save Results Table...

Export MarkerView Peaks List

Transfer results to LIMS...

Print

Format Columns Rows

B8R

Calculated
Concentration

3

Acou

<0

=

File Name Save

[RTE

Format

Use dot (.) as decimal separator ...

Use comma (,) as decimal separator ...

Columns

Export all columns ...

Export only visible columns ...

Rows

Export all columns ...

Format

@ Use dot () as decimal separator

Use camma () as decirmal separator

Columns
Export all columns
@ Export only visible columns

Rows

@ Export all rows

Export anly currently wisible rows

Export only currently visible columns ...

Export

Help
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Results table Process [/ SIiITE R
Method > Edit embedded method

Modify Method

MNew...
Components Group Open-
Recent methods 3
e
[MQ4] Modify Method
Workflow Select or verify the analyte and internal standard names and r
C t
e [import _____+ ] &xport
lntegratlon Row s Group Name Pr:::::?éi?l
» 1 [T | Flenicarnid Flanicamid 1 230
Iz 1| Flonicamid Flanicarnid 2 230
Calculated Columns ] 3 [] || Halofenozide Halofenozide 1 329
Flagging Rules lon Ratio Acceptance Tolerance
% Process & Close

Workflow Define a rule to flag results in the table.

Components /

Integration Rule

Civpor |

Formulas or Columns Used in the Rule

lon Ratio Confidence

r

V| Accuracy Acceptance Accuracy
Calculated Columns ) .
V| Concentration Acceptance Calculated Concentration
Flagging Rules ] Integration Acceptance Quality, Asymmetry Factor, Total Width, Retention Time
Workflow € Accept changes and retum to Flagging Rules
Components Configure the confidence levels for the ion ratios, as applicable
. Rule name [IGARSHIOTACEEpTanCcE
Integration
® Constant Tolerance Flag ion ratios if the «
Variable Tolerance @ \slue for all o
Calculated Columns v A [ ] s
Acceptable Marginal Unacceptable .
Qualitative Rule - " - < 5 P Lower limit
Flagging Rules 3 % Difference % Difference % Difference
Constant Tolerance < 20 < |40 >z a0 Upper limit
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Components 2
Results table Results table lon Ratio
lon Ratio Confidence

rows Filters: 0  Qualify for Rules Filters *H ¢80 2H ~H <H \H <51 E EE _

Ion
C C d C Actual Retention Calculated
P p P - q a q
Name 7| Type | Group Name Concentration T| Area 7| Height 7 Time 7| Used 7| Concentration 7| Accuracy 7| Jon Ratio || Ratio Confidence
Halofenozide 2 Qualifiers Halofenozide NS 1533 481 186 0,01 [P 4,37 [ ]
Halofenozide 2 Qualifiers Halofenozide 0.05 5245 33T 195 0.03 92.62 011 v
Halofenozide 2 Qualifiers Halofenozide 0.50 54504 33118 185 0.54 10812 0.12 v

Peak Review [options___» | &) |

Peak Review optiOnS STD_0.5pb - H...mple Index: 3) Peak review display settings...
Area: 54504, He...8, RT: 1.95 min

> Peak review display settings
30000 ‘I ﬂ\l-%ﬂ ¥ Fill peak (XIC and spectra)

Peak Review Options Peak Review Options

. Appearance | Zooming

Appearance Overlay Qualifier and [zoomes |

Quantifier with lon Ratio Lines OK Number of rows 1 v
MNumber of colurmns: 4 v
Owerlay:
Don't overlay v

Don't overlay
All components for group
Analytes and 15's separately for group
Internal Standard with Analyte

Qualifier and Quantifier with Ion Ratio Lines

+ @ Blank - Halofe...mple Index: 1) || '+ @ STD_0.05pph - ...ple Index: 2) + @STD_0.5ppb - H...ple Index: 3) + @ STD 5ppb - Hal...ple Index: 4)
Area: 98, Heig.... RT: 1.96 min Area: 5245, He.... RT: 1.95 min Area: 54504, H.., RT: 1.95 min Area: 495252, ... RT: 1.94 min
i -
300 25000 230000 7
2000000
900 -
_— 20000 ; 200000 4 .
s 1500000
£ s £ 1500 g B0 £
= = = =
E 400 £ £ E 1000000
300 4 10000 100000
200 1 500000
100 A 5000 50000
0
I 0 i 0
18 20 18 20 18 20
Tirre, min Time, min Tirre, min
lon Ratio  lon Ratio Confidence  Results Table 5.1.7
Results Table Table display settings
lon Ratio  lon Ratio Confidence
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53

1] IS

Results > Open Result Table sulfa

curve.gsession

@ ofiline R

Method +
Edit embedded method...

a8

Recent results ¥ MNew...
. Open...
Process MethOd > Edlt embedded Recent methods »
method e

Calculated Columns

[MQ4] Modify Method

Add Formula Workflow

Define a custom formula to use in flagging rules.

Components Add Formula Delete Formul

Integration Create Calculated Column Formula Name

Formula Name ISTD variation
100*[IS Area]/MEAN([IS Area])

Sample Type Standard Flagging Rules

Calculated Columns

I

[MQ4] Modify Method

Workflow € Accept changes and retumn to Calculated Columns X Discard |
Components Use the calculator to create a new formula.

. Formula name | ISTD variation
Integration

- 100*[IS Area]/MEAN(]IS Area])

End Time 4 MEAN value will be calculated using the

Flagging Rules End Time at 5% following sample types:

End Time at 10% TP—
Expected lon Ratio
Expected RT Only if the sample name contains...
Formula I +/ Standards
Fragment Mass
Height Only if the sample name contains...
Height Ratio acs
Injection Volume

Treat "N/A" values as | Error % | Integration Acceptance Only if the sample name contains...
Integration Type

lon Ratio

lon Ratie Confidence

1
\ 1 Actual Concentration
1S Area

IS Area / Height

15 Baseline Delta / Height

1S Comment

15 End Time v

[bep ]
Fragging Rules Warning Yes
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Add Rule

Rule name

Flag a results columns

ISTD variation

ISTD variation

[MQ4] Modify Method

Workflow

Rule

Components

Integration

name

Flagging criteria

ept changes and retum to Flagging Rules

ISTD variation

Flag a results column

Range

ISTD wariation

X Discard

Calculated Columns

Flagging Rules

Step 1:

Lower limit

Upper limit

Define the values for the flagging criteria

®) Value for all components

80

120

Valueq per component type

Step 2 Apply the values to the following sample types

+/ Unknowns

sample name contains...

Standards

COnly sample name contains...
QCs

Only if the sample name contains...
Blanks

Treat N/A values as:

Error

Proc Close

Type comma sepat

Type comma sepal

Type comma sepal

Process & Close
Results table
IS

(h Trows Filters:0 « Qualify for Ru

Warning
Results table

Yes
ISTD variation

k| S S | oot o) 15 e ) SO ) B ol e 7 T ) e S e o ) D
1 blank Blank 251.2/108.2 Quantifiers 311.2/1563 N/A 44 1.87 0.07 N/A 17.066

I 4 0.1 Standard 251.2/108.2 Quantifiers 311.2/1563 0.10 a1 172 0.09 9142 104.051
[ 7 1 Standard 251.2/108.2 Quantifiers 311.2/156.3 1.00 6115 171 1.08 108.19 47.497
[ 10 10 Standard 251.2/108.2 Quantifiers 311.2/156.3 10.00 63021 1.71 10.05 100.52 105.932
[ 13 100 Standard 251.2/108.2 Quantifiers 311.2/136.3 100.00 548132 1.70 99.88 90,88 92,520
[ 16 Samplel Unknown 251.2/108.2 Quantifiers 311.2/13%6.3 N/A 21144 1.70 0.44 N/A 1276.339
[ 19 sampled Unknown 251.2/108.2 Quantifiers 311.2/156.3 N/A 356285 1.67 0.39 WA 10631.348

[MQu] Peak Review (sulfa curve.gsession)

fsnat inegration | [

blank - 3112/ 156.. (sample Index: ) 0.1-311.2/ 1563 (sample Indexc2)  1-3112/186.3 (.. (sample Index: ) 10-3112/ 1663 ... (sample Indexc 4)  100-311.2/156.3.. (sample Indexc 5 Sample1 - 3112, . (sample Indexc ) [Sampie2 - 31127 . (sampie ndex: 7
Ares: 2134, Height. 7e2, RT 243 min  Ares: 13010, Heig. 7e2, RT: 24Bmin  Arex: 12181, Heig. 263, RT- 348 min  Area: 13245, Helg 863, RT- 34Bmin  Arcs: 11668, Heig. .03, RT: 348 min |  Area 159589, Hei. 264, RT: 347 min || Ares: 1225308, He 625, RT: 2.47 min
- 4000
700 431 000 480 430 000 477 2500 476 50000 an2 400000 478
3800
&0 3800 a0 300 3000 0 5000
500 3000 3000 500 300000
0 250000
400 2500 2500 B Z 30000 z
2000 g 20 2 A
200 2000 2000 2 H 2
1500 1500 1500 1500 20000 150000
w 1000 1000 1000 oo oo 100000
100 500 500 500 500 50000
o o £ 0 e rdsn 0 e 0 0 d 0
25 35 45 25 35 45 25 35 45 25 35 45 25 35 45 25 35 45 75 [
Time, min Time. min Time. min Time. min Time. min Time,min Time. min

Unknown

Samplel 2
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54 Statistics
@ Results Table  Statistics

5.4.1 CV % @ offline
View > Statistics pane  Process method + [
Statistics Pane Statistics Pane - zi::: :\zm
Group by Concentration for Standards =1=] BER
Group by Concentration for QCs Reset ot et
“ Sample Name " “ Standard QcC

Sample Name Compornent Name
Results table

“ | Group by Concentration for Standards v [l Calculated Concentration

HER
Row Component Mame | Actual Concentration | Mum. Values Mean | Standard Deviation | Percent CY | Accuracy | Yalue #1 |
p 1 Halofenozide 1 0.05 lofl 0.04 NAA, NAA, 98.17 0.04
il 2 Halofenozide 1 0.50 lofl 0.57 NAA NAA 11301 0.57
3 Halofenozide 1 5.00 lofl 494 [ [ 98,82 494
Sample Type  Quality Control Mean

Standards Deviation PercentCV CV %  Accuracy

Group by Concentration for QCs Calculated Concentration =
Row Component Mame | Actual Concentration | Num. Values | Mean | Standard Deviation | PercentC¥ | Accuracy | Value#1 | Value#2 | Value#3 | Valuetd | val
Y1 Halofenozide 1 050 Wof 10 050 102 293 99,98 153 152 152 049 1.52

Statistics Pane
Height

Calculated Concentration Area

Area Height
Accuracy

Actual Concentaration Standard QC

Results table Standard 1
Standard Deviation PercentCV  N/A

Value # Results table Results Table Used

Num.Values
Value #
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55 Metric Plot

@ Metric Plot Results table

Result table X - FEEEL DL - E

C I Table display settings...
tr ' Leiohiy Recent Table Settings 3

Y Add custom column...

X Height Y
Area
Add samples...
Results table More > Create

Set 'Used’ 3

Metric Prot with new settings

Create Metric Plot with new settings I

Metric Plot Pane Metric Create Metric Plot with saved seftings »
Plot Pane Options > Regression l
Regression
Regression Type  Weighting Type OK
v Display "N/A" a5 0.0 1 Weighting Type: | 1/x v ]
Show sample names Include deviation lines
Show legend B std devs, Multiplier: 2.0
Use percent Y-axis Percent Deviation: 4 Sl
[ ok J cConcel ]

Loptions ____+ ]2 ] X

Haloferozide 10y = 167157 x + 16.66486 (r = 099981, r* = 0.99962) {weighting: 1/

def A

2efi

Area

1ef

2025 40e5  60e5 805 L0ef  L1Je6  lde6  Lbes  Lies  20e6  2.2e
Height
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5.6

5.7

© ©

SCIEX OS
SCIEX OS  Analytics

a MQ4
Mode IntelliQuan

MQ4

U AutoPeak

Saturation Correction

U Summation

GLP

MQ4
AutoPeak

Analyst Software Quantitate
MQ
Results table EFAB_MQA4. gsession

MS

Summation

SCIEXOS Help

Projects > Project default s&smpe B

settings

Project Default Settings
Quantitative Processing

Save

67

— Default

ycr
v SCIEX OSQuad Data_Example

#I Project default settings... I

Project secure export settings...

Enable project modified peak warning

Integration Algorithm



5.8

(] Word PDF

Reporter Manual

D Results table

@ Reporting > Crate report and save Results Table

@ Create Report

@ Report title  Browse
® Create

Template Name

Create Report

Generate a report using o predefined template and specified logo

Template View

Create report and save Results Table...

I [Tem plate name

| Calibration Curve v |

Export results Template description
Export MarkerView Peaks List E
ual Transfer results to LIMS... tal
itra nct
Print 3
h__—d
411 172 0.09

Report format

Report showing File Inform ation, Statistics Table
(standards) and Calibration Curve for analytes, 1
page per analyte,

® Word PDF CoY HTHL

[Report title

Calibration Curve_Report_2018_05_17_165643 M]

Create an individual report for each sample
[Recommended for large reports; Report tities will be

appended with sampls reference)
m
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¥Analytics¥Reporter

C:¥ProgramData¥SCIEX

https://sciex.jp/support-tools/analyst-multiquant-reporttemplate

Reporter Manual
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https://sciex.jp/support-tools/analyst-multiquant-reporttemplate

QOD 7500

QO Dissociation

LC

Transition MS Method MRM

Advance Show advanced [ Q
parameters

Apply ionization scheduling

v Show advanced parameters

Ramp...
Advanced Experiment Setting
QO dissociation Simple
" Experiment | MRM v
Polarity Positive v Spray voltage 5500 Y]
Advanced Experiment Settings
Settling time o +| ms Pause time 5 T oms High mass cooling time: o
Q17 resolution Unit v Q3 resolution Unit v
Mass Table m Apply scan schedule +/| QO dissociation Simple L4
Group Compound Q1 Q3 Dwell EP CE CXP § Q0D
ID ID mass (Da) mass (Da) | time (ms) | (V) V) V) v}
1 Group... Compound 1  200.000 100.000 100.000 10.0 300 150 f -100
Mass Table Row Q0D V -10 200 Negative
10 -200
Row Compoud ID
wass Tanle  [EFYSENNNNNED Apply scan schedule
Group Compound a1 Q3 Dwell EP CE CXP | QoD
1D 1D mass (Da) mass (Da) | time (ms) | (V) V) V) V)
1 Group1 SDZ1 251.000 155.700 50.000 100 300 150 -100
2 Group1 SDZ 2 251.000 155.700 50.000 100 300 150 00
S Group1 SDZ3 251.000 155.700 50.000 100 300 150 300
4 Group 1 SDZ 4 251.000 155.700 50.000 100 300 150 &0.0
5 Group 1 5DZ5 251.000 155.700 50.000 100 300 150 900
6 Group1 SDZ6 251.000 155.700 50.000 100 300 150 1200
7 Group1 SDZ7 251.000 155.700 50.000 100 300 150 1500
8 Group1 5DZ8 251.000 155.700 50.000 100 300 150 180.0
*
Dwell time 2.3 Dwell time
Save as MS Method
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MS Method LC-MS

Explore Analytics
Q0D
Q0D
Mass Table Q0D
Save as MS Method
Q0 dissociation
[ ]
e MRM Simple QOD
e QOD Default Pos-10 Neg10 Qo0
. Default
CP OR  DJet 10y QJet
*
I_HEI}J'_Jl r‘{ 1Q, Q 1o
2 L —————— LT T ¥ v __/__../.—
E i \“____']E:%l;)fr—‘ ‘Jn—' l v QU dissociation Simple v
Sy v ——ho
i ~—1
! Torr range | -
L]
mﬁp&ﬁkgﬂ%
CPr OR  DJet 105 QJet 1Qy
H
g i_ v Q0 dissocigtion Enhanced v]
= | H |
a |
> A
i  —
i mTorr range /" |
Simple
QJet® 1Q0
° Q2
e DP
Enhanced
1Q0 Qo0

e Enhanced Q0D CE
MS3
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